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Abstract

Background: The meningeal lymphatic system represents a critical pathway for cerebrospinal fluid exchange, waste clearance,
and immune cell trafficking in the central nervous system. Although traumatic brain injury (TBI) induces marked alterations in
meningeal immune cells, their role in regulating meningeal lymphatic function under physiological and pathological conditions
remains unclear.

Methods: Single-cell RNA sequencing, confocal microscopy, and flow cytometry were performed to identify a distinct population
of meningeal fibroblasts that secrete VEGF-C and to investigate alterations in this population following TBI. By subdural injection
of clodronate liposomes and PDGF-C, the role of meningeal resident macrophages and their secreted PDGF-C in regulating
meningeal lymphatic function was further examined.

Results: A distinct population of meningeal fibroblasts was identified as a source of VEGF-C, whose production is regulated by
meningeal macrophages through the PDGF-C/PDGFRa axis. In the early phase of TBI, depletion of resident meningeal
macrophages impaired fibroblast-derived VEGF-C production. Further investigations revealed that macrophage depletion resulted
in severe meningeal lymphatic dysfunction. Conversely, subdural administration of PDGF-C after TBI enhanced fibroblast-derived
VEGF-C production, restored meningeal lymphatic function, alleviated neuroinflammation, and promoted myelin integrity.

Conclusion: Overall, our findings emphasize that meningeal resident macrophages can regulate fibroblast-derived VEGF-C
production via PDGF-C, thereby influencing meningeal lymphatic function, and thus propose a novel therapeutic strategy to
enhance neurological repair after TBI.
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Introduction

The central nervous system (CNS) has active exchange of immune signals between the CNS

traditionally been considered an immunologically
privileged organ, protected behind the blood-brain
barrier and thought to lack a lymphatic system.
However, the recent discovery of meningeal
lymphatic vessels (mLVs) challenged this view and
offered a new perspective on the immune system in
the CNS. A growing body of evidence indicates that
brain borders (including meninges, perivascular
spaces and choroid plexus) are pivotal sites for the

and the peripheral immune system [1,2]. Based on
this, the meninges serve as both a physical barrier and
a dynamic immune surveillance hub. Via the
meningeal lymphatic network, immune cells,
cytokines, and antigens can be drained and
redistributed [3]. However, this homeostatic immune
interface is altered under pathological conditions.
Besides, the discovery of mLVs in the past decade has
revealed a critical link between impaired brain waste
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clearance and the processes of
neurodegenerative diseases.

Traumatic brain injury (TBI), a leading global
cause of death and disability, affects millions of
people annually worldwide [4,5]. It has been reported
that TBI causes long-lasting deficits in meningeal
lymphatic drainage and eventual neurological
dysfunction [6,7]. In the acute phase post-injury,
elevated intracranial pressure is likely a major factor
contributing to impaired meningeal lymphatic
function, as it directly disrupts cerebrospinal fluid
(CSF) and interstitial fluid drainage. As the disease
progresses, delayed growth of mLVs may represent a
compensatory adaptation to restore CSF dynamics
and waste clearance [6]. Therefore, promoting the
proliferation of mLVs may offer a promising
therapeutic approach for acute TBI by restoring mLV
drainage function, alleviating neuroinflammation
driven by damage-associated molecular patterns, and
ultimately facilitating neurological recovery. To date,
accumulating evidence has highlighted the crucial
supportive and regulatory roles of VEGF-C in
meningeal lymphatic function. Research has
demonstrated that in pup mice, paracrine VEGF-C
drives the sprouting of VEGFR3-positive lymphatic
endothelial cell (LEC) progenitors from the common
cardinal vein, leading to the formation of the first
lymphatic plexus [8,9]. In adult mice, targeting
VEGFR3 via genetic deletion or pharmacological
blockade effectively disrupts VEGF-C/VEGFR3
signaling and induces regression of mLVs [9,10]. The
above findings support the hypothesis that the
meninges contain sustained VEGF-C-secreting cells.
Several studies have reported that PDGFRa*
fibroblasts and radial astrocytes may constitute
cellular sources of VEGF-C in the zebrafish model
[11,12]. Despite these findings, the precise cellular
sources of VEGF-C in mammalian meninges have not
yet been systematically investigated. Building on the
above findings, we posited that VEGF-C may be
produced by fibroblasts.

The interaction between immune cells and mLVs
has emerged as a research hotspot in
neuroimmunology. Although immune cells (except
microglia) are excluded from brain parenchyma
under physiological conditions, the meninges harbor
a diverse array of immune cells [13,14]. Recent studies
have demonstrated the impact of mLVs on myeloid
cell and T cell infiltration in the brain [2,14]. However,
it remains unknown whether the immune cells can, in
turn, regulate mLVs. Meningeal macrophages are
reported to play a role in monitoring and filtering the
CSF, facilitating the scavenging of antigens and
metabolites derived from it [15]. Besides, a prior study
demonstrated an association between spinal cord

aging and
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macrophages and meningeal LECs in
lymphangiogenic signaling after spinal cord injury, as
revealed by transcriptomic analysis, indicating a
potential close interplay between meningeal
macrophages and the regulation of meningeal
lymphatic drainage [16]. However, the precise
mechanism has not yet been elucidated. CNS
fibroblasts, enriched at CNS borders, play key roles in
maintaining meningeal and vascular structure,
promoting immune surveillance, and potentially
regulating CSF-interstitial fluid exchange [17]. Many
existing studies have emphasized the reciprocal
interactions between fibroblasts and macrophages
under different disease conditions [18-20]. A recent
study demonstrated that interactions between
fibroblasts and immune cells shape recovery after
brain injury, and ligand-receptor analysis highlighted
Tgfvl as a macrophage ligand that could support
myofibroblasts [21]. However, it remains unclear
whether macrophages and fibroblasts engage in direct
communication and how they might influence mLv
function after acute TBL

In this study, we performed single-cell RNA
sequencing (scRNA-seq), laser confocal microscopy,
and flow cytometry to identify a distinct population
of meningeal fibroblasts secreting VEGF-C. Our
findings revealed that depletion of resident meningeal
macrophages impairs meningeal fibroblast ability to
produce VEGF-C in the early phase of TBI and
identified PDGF-C as a key regulator of meningeal
fibroblast function. Notably, subdural administration
of PDGF-C can significantly enhance meningeal
lymphatic drainage, improve white matter integrity,
and alleviate neuroinflammation following TBI. Thus,
our study highlights the effects of meningeal
macrophages on fibroblasts and suggests a novel
therapeutic intervention to promote neurological
repair after TBI.

Methods

Animal

Young (8-10-week-old) male C57BL/6] mice
were obtained from SLAC Laboratory Animal
Company (Shanghai, China). The mice were housed
in a controlled environment (22 + 2 °C, 50-60%
humidity, 12-h light/dark cycle), with unrestricted
access to food and water. Following a 1-week
acclimation period, all mice were randomly allocated
to either closed-head TBI modeling or other
treatments using a computer-generated
randomization sequence (Microsoft Excel RAND
function).
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Closed-head TBI modeling

The closed-head TBI model in mice was adapted
from a previously reported method [22]. After
anesthesia and analgesic treatment, mice were placed
on a stereotaxic frame, and the head was maintained
using both nose and ear bars. To minimize injury to
the blood vessels and lymphatic vessels, the TBI
model was performed over the right parietal bone
(centered 2 mm anterior and 3.5 mm lateral to
bregma). We used a 3-mm rigid impactor driven by
an  electromagnetic-controlled  impact device
(PinPoint PCI3000, USA) to establish the TBI model
(velocity: 3 m/s, depth: 2.2 mm, duration: 200 ms).
Animals in the sham group were treated identically,
except that no impact was applied. All mice were
postoperatively maintained on a heating pad until
regaining consciousness and were subsequently
administered analgesics.

Subdural injection and subdural trocar system

The experimental animal was secured in a
stereotactic frame (RWD Life Science, China) with its
head slightly tilted to the right, lowering the right
hemisphere. Under a surgical microscope, a site close
to the superior sagittal sinus but away from major
vessels was selected. A small hole was carefully
drilled vertically through the skull using a sharp 31-G
needle, and the dura was carefully pierced while
avoiding separation from the skull. Subsequently, the
needle was replaced with a 31-G blunt needle
attached to a microsyringe for injection. For
clodronate liposomes (CLO) or PBS liposomes (5
mg/mL, 40337ES08, 40338ES08, Yeasen) delivery
experiments, 10 uL of liposomes were injected into the
subdural space at a rate of 5 pL/min. For subdural
injection of the fluorescent tracers, namely OVA (45
kDa, 1 mg/mL diluted in artificial CSF, 034784,
Invitrogen) and beads (1pm, F8823, Invitrogen), a
dose of 5 uL was injected at a rate of 5 pL/min.

For AAV delivery experiments, 5 pL of artificial
CSF containing 5 x 102 genome copies/mL of AAV9-
mCOL1A2-PDGFRa or AAV9-Control (purchased
from GeneChem, Shanghai, China) was injected into
the subdural space at a rate of 5 puL/min. After
completion of the infusion, the needle was kept in
place for 3 min before withdrawal, and the injection
site was sealed with sterile bone wax.

The subdural trocar system (RWD Life Science,
China) was implanted following the standard
procedure for subdural injection. The main difference
was that a specially designed, graduated cannula
needle was inserted into the skull and secured at its
proximal end to the skull surface with an adhesive
base to prevent displacement. An external injection
needle was then repeatedly inserted through the

5187

cannula into the subdural space, allowing multiple
administrations of PDGF-C (0.1 pg/pL, HY-P73354,
MCE) over several days while minimizing tissue
damage from repeated operations. This system was
firmly attached to the base, enabling the mice to move
freely.

Intra-cisterna magna (i.c.m.) injection

The mouse was secured in a stereotaxic frame,
and a midline incision was made over the occipital
region. The neck muscles were retracted, leaving a
thin layer of deep neck muscles over the dura when
the cisterna magna was exposed to prevent backflow
upon needle withdrawal. Then, 2 pL of FluoSpheres
carboxylate beads (0.5 pm, F8813, Invitrogen) were
injected at 2 uL/min using the microsyringes. At the
end of the injection, the needle was left in place for an
additional 3 min. The cervical skin was then sutured,
and the mouse was allowed to recover on a heating
pad. One hour later, the mouse was euthanized for
tissue collection.

Tissue collection and processing

Under deep anesthesia, brain and meningeal
tissues were collected from mice following
transcardial perfusion with ice-cold PBS. Meningeal
tissues were microdissected in ice-cold DMEM and
enzymatically digested at 37 °C for 30 min with
Liberase TM (4 pg/mL, 5401119001, Roche) and
DNase I (50 U/mL, 10104159001, Roche), with
inversion and gentle shaking every 5 min. Digestion
was terminated by adding 2 volumes of ice-cold PBS,
and the suspension was filtered through a 70-pm cell
strainer, then centrifuged at 400 g for 5 min at 4 °C.
The cell pellet was then resuspended in FACS buffer
for subsequent scRNA-seq and flow cytometry.

The right hemispheres were isolated after brain
dissection, and the tissues were dissociated into
homogenates using the Neural Tissue Dissociation Kit
(T) in combination with a gentleMACS™ Octo
Dissociator with Heaters (Miltenyi Biotec), according
to the manufacturer’s protocol. The homogenates
were passed through a 70-um cell strainer, mixed with
30% Percoll (17089109, Cytiva), and subjected to
density gradient centrifugation to remove myelin
debris. The cell pellet was then resuspended in FACS
buffer for subsequent flow cytometry.

Flow cytometry analysis

Red blood cells were lysed using 1x RBC Lysis
Buffer (00-4333-57, Thermo Fisher Scientific). The
resulting suspensions were incubated with CD16/32
antibody (156603, BioLegend) to block Fc receptors.
Cell viability was assessed by staining with Zombie
NIR (423106, BioLegend) for 15 min, followed by
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surface antibody staining in the dark for 30 min:
anti-CD163-Super Bright 702 (67-1631-82, Thermo
Fisher Scientific), anti-CD31-APC (102509, Biolegend),

anti-CD45-BV605 (103155, Biolegend),
anti-CCR2-BV650 (150613, Biolegend),
anti-PDGFRa-PerCP/Cy5.5 (135914, Biolegend),

anti-I-A/I-E-PE (107607, Biolegend), anti-CD4-BV785
(100551, Biolegend), anti-CD3e-FITC (11-0031-81,
Thermo Fisher Scientific), anti-CD19-PE (561736, BD
Biosciences), anti-CD11b-PE-CY7 (25-0112-81, Thermo

Fisher  Scientific), anti-CD11c-BV510 (117337,
Biolegend), anti-CD8a-PercP/Cy5.5 (100733,
Biolegend), and anti-Ly6G-Pacific Bule (127611,

Biolegend). For intracellular detection of CD206
(141717, Biolegend) and VEGF-C (sc-374628 AF488,
Santa Cruz), cells were fixed and permeabilized with
the Fixation/Permeabilization Kit (554714, BD
Biosciences, USA), then incubated with the respective
antibodies for 30 min. Flow cytometric analysis was
performed on a BD LSRFortessa™ (BD Biosciences),
and data were processed using Flow]Jo software (Tree
Star, Ashland).

Deep cervical lymph node (dCLN) clearance

dCLN clearance was performed according to the
published CUBIC protocol and our published study
with minor modifications [23,24]. Briefly, nodes were
sequentially incubated in 50% Reagent 1 (1:1 in dH,O)
and Reagent 1 for 1 day each at 37 °C with shaking,
supplemented with DAPI (1:1000). After washing
twice in PBS containing 0.01% sodium azide (2 h and
overnight), nodes were incubated in 50% Reagent 2
(1:1 in dH,O) for 1 day at 37 °C with DAPI, followed
by Reagent 2 for another day under the same
conditions. Finally, nodes were mounted in eight-well
chambers (155411, Thermo Fisher Scientific) with
mineral oil and imaged using confocal microscopy.

Immunohistochemistry and image analysis

After perfusion, mouse brains were post-fixed in
4% PFA at 4 °C overnight, followed by cryoprotection
in graded sucrose solutions (15% and 30%). Samples
were embedded in optimal cutting temperature
compound, stored at -80°C, and sectioned at 25 pm
thickness as needed for staining. For meningeal
staining, skulls with attached meninges were fixed in
4% PFA for 48 h. Under a microscope, the meninges
were carefully dissected intact, then blocked and
permeabilized with QuickBlock™ Blocking Buffer
(P0260, Beyotime) at 4 °C overnight. Samples were
then incubated with primary antibodies overnight at 4
°C, followed by incubation with the corresponding
fluorescently labeled secondary antibodies (1:500,
Alexa Fluor, Invitrogen). Between each step, samples
were thoroughly washed with 0.01 M PBS. Finally,
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samples were mounted with DAPI-containing
antifade mounting medium (ab104139, Abcam) and
imaged with a Leica DMi8 confocal microscope. The
primary antibodies used for immunohistochemistry
included: Rat Anti-CD31 (1:100, sc-18916, Santa Cruz),
Rabbit Anti-VEGF-C (1:200, ab9546, Abcam), Rat
Anti-PDGFRa  (1:200, 14-1401-82, Thermo Fisher
Scientific), Goat anti-CD206 (1:200, AF2535, Ré&D
Systems), Rat anti-LYVE-1 (1:100, 14-0443-82, Thermo
Fisher Scientific), Goat anti-LYVE-1 (1:200, AF2125,
R&D Systems), Rat anti-CD163 (1:200, 14-1631-82,
Thermo Fisher Scientific), Rabbit Anti-CCR2 (1:200,
ab273050, Abcam), Rabbit Anti-CD68 (1:200,
PA578996, Thermo Fisher Scientific), Goat anti-IBA-1
(1:200, ab5076, Abcam), Rabbit anti-IBA-1 (1:500,
019-19741, Wako), Rat anti-MBP (1:200, ab7349,
Abcam), Mouse anti-SMI32  (1:200, 801701,
BioLegend), Rabbit Anti-GFAP (1:200, 80788, CST),
and Goat anti-EphB4 (1:200, AF446, R&D Systems).

For quantitative analysis of VEGF-C* cells,
LYVE-1 coverage, and bead coverage in the meninges,
consistent region of interest (ROI) selection criteria
were applied. For the quantitative analysis of
CD68/IBA-1 and SMI/MBP, corresponding serial
sections were selected to ensure ROI consistency. The
recorded images were manually quantified using
Image] by two independent observers blinded to the
group allocation.

scRNA-seq and analysis

In brief, single-cell suspensions were loaded
onto Chromium microfluidic chips with 3' chemistry
and processed using a 10x Chromium Controller (10X
Genomics) to introduce cell-specific barcodes. The
captured RNA was reverse-transcribed, and
sequencing libraries were constructed using the
Chromium Single Cell 3' reagent kit (10X Genomics)
according to the manufacturer’s protocol. Libraries
were sequenced on an Illumina NovaSeq 6000
platform. Raw scRNA-seq data were initially
processed and visualized using Seurat (v5.2.1) in R
(v4.4.3). Cell-cell communication analysis was
performed with Cellchat (v1.6.1), and the activity of
selected gene sets was quantified with AUCell
(v1.25.2). The functional gene sets were collected
based on Gene Ontology (GO) terms (Table S1).

Quantitative polymerase chain reaction
(qPCR)

The mRNA was extracted from the harvested
meninges using TRIzol reagent (15596018, Thermo
Fisher Scientific). Subsequently, ¢DNA was
synthesized from mRNA using a reverse transcription
kit (R323, Vazyme). Ct values were first normalized to
the endogenous control gene GAPDH to obtain ACt.

https://www.thno.org



Theranostics 2026, Vol. 16, Issue 10

The AACt value was then determined as the difference
between the ACt of the post-TBI time points and the
respective value from the sham group. Relative gene
expression levels were expressed using the formula:
2-2ACt. The primer sequences used are listed in Table
S2.

Enzyme-linked immunosorbent assay (ELISA)

Protein was extracted from fresh meninges and
quantified using an ELISA kit (A104838, Shanghai
Fusheng) according to the manufacturer’s
instructions. Briefly, protein supernatant was applied
to ELISA plates. After incubation with specific
antibodies and the substrate, the optical density was
measured to determine protein concentration.

Behavioral tests

A series of behavioral tests with high accuracy
and sensitivity in evaluating subacute sensorimotor
deficits and chronic memory impairments in rodents
was conducted [25,26]. The experimenters were
blinded to treatment groups during all behavioral
testing.

Adhesive removal test

To evaluate forepaw sensitivity and motor
function, a small piece of adhesive tape (0.1 cm?) was
attached to the left forepaw (contralateral to the
affected hemisphere), and the time taken by the mice
to completely remove the tape was recorded, with a
maximum of 1 min. Mice were pre-trained for three
consecutive days prior to TBI induction. On the
testing day, three trials were performed per mouse,
and the average latency was calculated for analysis.

Cylinder test

Mice were placed in a transparent cylinder (10
cm diameter x 17.5 cm height), and their spontaneous
exploration, rearing, and wall contacts were recorded
for 5 min using a video camera to assess forelimb
asymmetry. During vertical exploration, wall contacts
were categorized based on the forelimb(s) employed:
ipsilateral (left), contralateral (right), or simultaneous
use of both forelimbs. Videos were analyzed by an
independent observer blinded to the experimental
groups, and the asymmetry rate was calculated as:
(R-L)/(L+R+B) x 100%.

Foot fault test

Mice were placed on an elevated grid surface,
and their movements were video recorded for 2.5 min.
A foot fault was defined as a slip of the impaired
forepaw  (left, contralateral to the affected
hemisphere). All videos were subsequently analyzed
by an investigator blinded to grouping, and the
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percentage of foot faults relative to total steps was
calculated.

Morris water maze test

Cognitive performance was assessed using the
Morris water maze test, as previously described [27].
The apparatus consisted of a circular pool (diameter
120 cm, height 50 cm) filled with opaque water and
divided into four quadrants. A circular platform was
positioned 1 cm below the water surface in the first
quadrant. All mice received four training sessions per
day for four consecutive days (24-27 days post-TBI),
with 60 s to find the hidden platform. For each daily
trial, mice were randomly placed into the water at one
of the four starting locations. Swimming trajectories
were recorded using an automated behavioral
analysis system. The escape latency in each trial,
defined as the time to find the hidden platform, was
used as an index of spatial learning. Any subject
failing to find the platform within the 60-second cutoff
was guided to it and permitted to remain there for a
15-second consolidation period. On day 5, mice were
released from the pool wall in the third quadrant (the
location farthest from the platform) and allowed to
swim freely for 60s. The time spent in the target
quadrant and the number of crossing the platform
were recorded.

Novel Y maze

Cognitive function was further assessed using a
modified Y-maze test [28]. The apparatus consisted of
three identical arms arranged at 120° angles. During
the training phase, the entrance to the novel arm was
blocked, allowing mice to freely explore only the start
arm and the other familiar arm for 10 min for
habituation. In the subsequent test phase, the barrier
was removed to allow free access to all three arms.
Mice with intact cognitive function typically exhibit
an innate preference for novelty, manifested by
significantly increased time spent exploring the novel
arm. All sessions were recorded using an automated
video-tracking system, and the time spent in the novel
arm was quantified for analysis.

Novel object recognition test

On day 1, mice were allowed to freely explore an
open-field box (35 cm % 35 cm x 40 cm) for 10 min. On
day 2, two identical objects were placed on opposite
sides of the box, and mice were allowed to explore
them for 10 min. After 24 h, one of the objects was
replaced with a novel one, with a different color and
shape. The mice were allowed to explore for 5 min.
The recognition index was calculated as the
percentage of time spent exploring the novel object
relative to the total time spent exploring both objects.
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Statistical analysis

Results were presented as mean + standard
deviation. For normally distributed continuous
variables, comparisons between two groups were
performed using Student's t-test, while comparisons
among three or more groups were analyzed by
one-way ANOVA with Bonferroni’s post-hoc test. For
non-normally distributed variables, the
Mann-Whitney test (two groups) or Kruskal-Wallis
test (three or more groups) was applied, followed by
Dunn's post-hoc test. Differences in means across
groups with repeated measures over time were
analyzed wusing a two-way repeated-measures
ANOVA. A P value less than 0.05 was considered
statistically significant, and P values were indicated
on the respective graphs whenever possible. All
statistical analyses were performed using GraphPad
Prism software (version 8.0.2).

Results

Presence of VEGF-C* fibroblasts in the
meninges and their acute post-traumatic
depletion

Given that sustained VEGF-C support is
required for the maintenance of mLV morphology
and function, we hypothesized that the meninges
contain abundant VEGF-C-secreting cells [9,10].
Herein, we identified abundant VEGF-C* cells in the
mouse meninges, distributed homogeneously around
meningeal blood vessels (Figure 1A, Figure S1A).
Besides, a subset of cells with lower VEGEF-C
expression spatially overlapped with vascular
regions. Notably, the abundance of VEGF-C* cells in
the meninges decreased after closed-head TBI
compared with the sham group, and the cell diameter
was also reduced (Figure 1A-B, Figure S1B).

To comprehensively characterize the properties
of these cells and substantiate the alterations observed
following TBI, we performed scRNA-seq of the
meninges from three experimental groups: sham
controls and mice at 3 and 14 days post-TBIL
Assessments at 3 and 14 days post-TBI corresponded
to the subacute and chronic recovery phases. The
closed-head injury model was utilized to prevent
confounding meningeal damage and aligned with
established methodological standards. Moreover, this
model can result in extensive injury to the cortex,
axons, and white matter nuclei, which better reflects
clinical reality. Due to the small volume of each
meningeal sample, we pooled meninges from three
animals per group for sequencing (Figure 1D). After
quality control and correction for batch effects, a total
of 6493, 4379, and 4233 cells from the sham group and
mice at 3 days and 14 days post-TBI, respectively,
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were included for downstream  analyses.
Unsupervised clustering revealed 13 distinct clusters,
and subsequent annotation was based on their gene
expression profiles (Figure 1D-F). Importantly,
meningeal fibroblasts and macrophages constituted
the major cellular components of the meninges
(Figure 1E). To confirm the identity of VEGF-C* cells,
we examined the expression of marker genes,
including Collal, Pdgfra, and Vegfc, and established
fibroblasts as the predominant source of VEGF-C
(Figure 1G, Figure S1C). After identifying these
VEGF-C-positive cells as putative fibroblasts, flow
cytometry was used to examine the temporal
dynamics of CD45"CD31"VEGF-C* fibroblast
populations in the meninges at multiple time points
(0, 1, 3, and 7 days) after TBI (Figure 1H-I, Figure
51D). We found that the abundance of VEGF-C* cells
was significantly reduced at 1 and 3 days after TBI
compared with the sham group but returned to initial
levels at 7 days after TBI (Figure 1I). In addition,
transcriptional changes in Vegfc in the meninges after
TBI were validated by qPCR, which showed Vegfc
downregulation in the acute phase of TBI (Figure 1J).

To further investigate the characteristics of
meningeal fibroblasts, we annotated 6 subgroups for
detailed analysis (Figure 2A). The FB1 cluster was
identified as the primary source of VEGF-C secretion
(Figure S2A), and the transcriptional trend of Vegfc
was consistent with the qPCR results, exhibiting a
decline after TBI (Figure 2B). VEGF-C is initially
produced as an inactive pre-pro protein and requires
two sequential proteolytic cleavages to be converted
into its mature, active form [29]. This maturation
process is dependent on the metalloproteinase
ADAMTS-3 and its cofactor, CCBEl. Furthermore,
ADAMTS-14 has been reported to facilitate the
proteolytic activation of VEGF-C [11]. Accordingly,
we assessed the expression patterns of Adamts3, Ccbel,
and Adamtsl4 by scRNA-seq analysis (Figure 2B,
Figure S2B). Among the 6 fibroblast subclusters, FB1
exhibited the strongest expression of Adamts3 and
Ccbel, while these genes were detected at very low
levels in other meningeal cell populations. By
calculating AUCell scores to explore functional
changes at the single-cell level, we found that FB1
exhibited stronger capacities in extracellular matrix
(ECM) organization, lymphangiogenesis, fibroblast
migration, and fibroblast proliferation (Figure 2C).
Differential gene expression analysis between FB1
and FB2 was conducted, followed by GO analysis
(Figure S2C, D). These findings highlighted the
pivotal role of FB1 in ECM remodeling and injury
repair. To characterize the VEGF-C* fibroblast
population, we stained meninges with an antibody
against PDGFRa and labeled fibroblasts using
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adeno-associated virus 9 (AAV9-mCOL1A2-EGFP).
Immunofluorescence staining further confirmed the

presence of

VEGF-C*COL1A2* fibroblasts in

VEGF-C'PDGFRa*

and
the meninges

(Figure 2D, E). Besides, we
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examined potential

sources of VEGF-C within the brain parenchyma and
found that their expression was confined to the
leptomeninges (Figure 2F, Figure S2E-F).
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Figure 1. Presence of VEGF-C+ fibroblasts in the meninges and their acute post-traumatic depletion. (A) Representative images of meninges isolated from sham
and 3 days post-TBI groups, staining for VEGF-C (red) and CD31 (green). (B) Quantification of VEGF-C* cell numbers and maximal diameters in cerebral and cerebellar regions
of mice at 3 days post-TBI versus the sham group (n = 4 mice). (C) Study design for scRNA-seq and validation experiments. Each scRNA-seq sample was derived from 3 mice.
(D) Uniform manifold approximation and projection (UMAP) visualization of 13 clusters with corresponding annotations. (E) Stacked bar plot showing the relative proportions
of each cell cluster across groups. (F) Dot plots showing characteristic marker genes with corresponding average expression (color) and proportion of expressing cells (dot size)
across cell types. (G) UMAP reflecting expression levels of Collal, Pdgfra, and Vegfc. (H, 1) Flow cytometric quantification of CD45"CD31~VEGF-C* meningeal cells in TBI and
sham mice (normalized per 105 CD45"CD31~ cells, n = 5). (J) Relative mRNA expression of Vegfc in the meninges of sham and TBI mice (n = 4). MF: macrophage, FB: fibroblast,
DC: dendritic cell, EC: endothelial cell, ILC: innate lymphoid cell, SMC: smooth muscle cell.
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Figure 2. VEGF-C is predominantly synthesized and secreted by meningeal fibroblasts. (A) UMAP visualization of 6 subsets of fibroblasts. (B) Violin plots showing
the expression levels of Vegfc, Adamts3, Ccbel, and Adamts| 4. (C) Dot plot illustrating functional changes across fibroblast subsets, as inferred from AUCell scores of gene sets
provided in Supplementary Data I. (D) Immunofluorescence showing the co-localization of PDGFRa and VEGF-C. (E) Immunofluorescence showing co-localization of
Colla2-labeled fibroblasts (via AAV-mColla2-EGFP) and VEGF-C. (F) Representative immunofluorescence showing VEGF-C* cells within the brain. FB: fibroblast.

TBI induces extensive changes in meningeal
macrophages

Fibroblasts and macrophages are ubiquitously
present across tissues, and accumulating evidence
indicates that these two cell types engage in direct and
dynamic intercellular communication [20,30,31]. By
secretion of cytokines and growth factors, including
TGF-p1, IL-1p, and PDGF-C, macrophages critically
modulate fibroblast activation, fibrotic responses, and
tissue repair processes [21,32,33]. Macrophages
represented the most abundant immune cells in the
meninges and underwent the most significant
quantitative shifts in the early post-TBI period (Figure
1E). Immunofluorescence in the sinus region showed
that VEGF-C” fibroblasts were distributed adjacent to
macrophages, suggesting potential interactions
between macrophages and fibroblasts (Figure 3A).
The heatmap of interaction strengths also indicated
significant crosstalk between macrophages and
fibroblasts (Figure S3A). Therefore, we isolated
meningeal macrophages and performed subclustering
analyses to further characterize their transcriptional
heterogeneity and dynamic phenotypic changes
following TBL

Macrophages were classified into five
subclusters using unsupervised clustering (Figure
3B). At the 3-day time point after TBI, the proportion
of meningeal macrophages showed a marked change
(Figure 3C). First, we observed a significant decrease
in the proportion of MF1 subcluster at 3 days after

TBI, which was identified as meningeal-resident
macrophages by their high expression of scavenger
receptors, such as Lyvel and Cd163 (Figure 3D, Figure
S3D). In contrast, a marked increase in the proportion
of skull bone marrow-derived macrophages MF2
within the meninges, characterized by high
expression of Ccr2 and Cd44, was observed. GO
analysis of MF1 and MF2 indicated differences
between the two clusters in immune chemotaxis and
regulation, and wound healing (Figure S3B-C).
Besides, the proportions of MF3 (Mki67, Stmnl, Birc5,
and Ube2c), MF4 (Collal, Timpl, and Lox), and MF5
(Fth1 and Hbb-bs) exhibited significant changes.
Notably, MF4 was not detected in the sham group,
suggesting that this macrophage population is
associated with acute injury. The highly expressed
genes in this subset suggest a potential role in ECM
remodeling and fibrosis.

Subsequently, we performed
immunofluorescence staining with CD163 and CCR2
to label MF1 and MF2 macrophages, respectively, and
quantified alterations in the two subclusters (Figure
3E). A marked reduction in CD163* cells was
observed at the injured site, accompanied by
morphological changes in macrophages on both sides,
suggesting widespread alterations in meningeal
macrophages following TBI. Besides, CCR2" coverage
of the venous sinus region in the TBI group was
significantly increased compared with that in the
sham group. We further validated these changes in
meningeal macrophage subclusters after TBI using
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flow cytometry at 1, 3, and 7 days after TBI (Figure
3F). In the early stage after TBI, the number of
CD45*CD206*CD163*  macrophages  markedly
decreased, consistent with scRNA-seq and
immunofluorescence staining results (Figure 3G). At
the 7-day time point, the abundance of CD163*
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macrophages returned to baseline levels. The

pseudotime trajectory inferred by Monocle2 showed
that MF1 could be replenished via transitions from
MF2 and MF3 (Figure S3D-F),
previous findings [34].

consistent with
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Figure 3. TBI induces extensive changes of meningeal macrophages. (A) Representative immunofluorescence images depicting the spatial relationship among mLVs
(LYVE-1), macrophages (CD206), and VEGF-C" fibroblasts. (B, C) UMAP visualization and stacked bar plot showing macrophage subsets. (D) Dot plots showing characteristic
marker genes in macrophage subsets, with average expression (color) and proportion of expressing cells (dot size). (E) Representative images and quantification of meninges from
mice in sham group and those at 3 days post-TBI, staining for CD163 and CCR2 (n = 4, bilateral). (F, G) Gating strategy and quantification of meningeal macrophages by flow

cytometry in sham and TBI mice (n = 5). MF: macrophage.
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Meningeal macrophage depletion impairs
meningeal lymphatic function

Current research on the meninges has been
limited by the lack of effective intervention methods.
While i.c.m. injection is the predominant method for
meningeal targeting, its delivery is largely confined to
the perisinusal regions and associated lymphatic
vasculature [35]. Therefore, we developed a simple
yet rarely used subdural injection technique that may
provide valuable insights into the meninges and
mLVs (Figure 4A). In this study, we performed
subdural injections of OVA (45 kDa) and beads (1 pm)
within the subdural space to simulate the flow of
small molecules and liposomes, respectively. Both
OVA and beads readily diffused throughout the
entire dura mater within 1 hour after unilateral
injection. In contrast, subarachnoid injection led to
diffusion restricted to the ipsilateral side (Figure S4A).

To clarify the regulatory effects of macrophages
on fibroblasts, we depleted meningeal macrophages
using subdural injections of CLO or PBS liposomes
serving as controls. Subdural injection of CLO can
effectively deplete meningeal macrophages, with
minimal effects on border-associated macrophages
and microglia in the parenchyma (Figure S4B-F).
Besides, depletion of meningeal macrophages
markedly reduced the abundance of VEGF-C* cells in
the meninges (Figure S4G-H), which was consistent
with the scRNA-seq results that macrophages can
regulate fibroblasts.

Next, we investigated the effects of meningeal
macrophage depletion on the meningeal lymphatic
system following TBI. We selected the 7-day post-TBI
time point to examine how impaired meningeal
lymphatic drainage promotes brain inflammation, as
morphological changes in mLVs begin to emerge at
this stage. Meningeal macrophages were depleted
with CLO two days prior to TBI or in uninjured mice,
and beads were administered i.c.m. one hour before
tissue harvesting to evaluate meningeal lymphatic
function (Figure 4B). Compared with the PBS- and
PBS + TBIl-treated controls, both CLO- treated mice
and CLO + TBI-treated mice exhibited reduced bead
aggregation in mLVs and dCLNs (Figure 4C-E). In
addition, mice in the CLO + TBI group exhibited
features similar to those observed following mLV
ablation. Quantitative analysis further revealed a
markedly reduced mLV coverage at hot spots
compared with the PBS + TBI. Notably, the remaining
macrophages clustered around the residual mLVs,
which further supports the close relationship between
macrophages and mLVs. Then, we quantified
meningeal VEGF-C* cells using flow cytometry after
CLO + TBI or PBS + TBI treatment. The results
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showed that macrophage depletion significantly
reduced the abundance of meningeal VEGF-C* cells
(Figure 4F, Figure S4I-]). Moreover, macrophage
depletion led to higher PDGFRa expression in
CD45°CD317cells (Figure S4K), which may be
accounted for by the reduction of PDGF-C caused by
macrophage depletion.

Meningeal macrophage depletion exacerbates
intracerebral inflammation

To assess the effects of lymphatic dysfunction
induced by macrophages depletion on intracerebral
inflammation after TBI, we applied a flow cytometry
panel adapted from our previously described protocol
to profile multiple immune cell types in the injured
hemisphere 7 days  post-TBI, including
CD45hishCD11b~CD11c™ lymphocyte, CD8* T cells,
CD4* T cells, CD19* B cells, CD45highCD11b*
myeloid cells, LY6G- monocytes/macrophages
(MMs), CD11b*Ly6G* neutrophils,
CD45hghCD11b~CD11c* dendritic cells (DCs), and
D45meduimCD11b* microglia (Figure S5A) [25].

Meningeal macrophage depletion significantly
increased the proportion of infiltrating lymphoid cells
(Figure S5B), primarily due to the elevated abundance
of CD4" and CD8" T cells (Figure S5C-E). In addition,
a delayed increase in neutrophil abundance was
observed (Figure S5F). In contrast, no significant
changes were detected in brain-infiltrating MMs,
microglia, or DCs (Figure S5G-J). These results
suggested that macrophage depletion can lead to
impaired meningeal lymphatic drainage, which in
turn promotes more severe inflammation, particularly
antigen-specific inflammation.

Flow cytometric analysis revealed no significant
change in the overall number of microglia, the
primary resident immune cells of the brain
parenchyma. Accordingly, their polarization status
was evaluated. Notably, microglial activation, as
indicated by CD68'IBA-1* cells, was significantly
increased in the primary motor cortex and the
striatum in the CLO + TBI group (Figure 4G, Figure
S5K-L). However, depletion of meningeal
macrophages induced by CLO in healthy mice did not
directly exacerbate intracerebral inflammation (Figure
S5M-Q).

Next, we investigated the association between
this condition and behavioral impairments following
TBL. Neurological function in mice was assessed
during the subacute phase (<7 days post-TBI) using a
battery of tests, including the cylinder test, adhesive
removal test, and foot fault test (Figure 4H).
Compared with the PBS + TBI group, the CLO + TBI
group showed a decrease in performance on the
adhesive removal test at 5 and 7 days after TBI,
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indicating that macrophage depletion impairs significance. Moreover, macrophage depletion in
sensory-motor functional recovery following TBI,  healthy mice did not result in significant behavioral
whereas the cylinder test and foot fault test showed  changes.

some differences but did not reach statistical
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Figure 4. Depletion of meningeal macrophages impairs meningeal lymphatic function and exacerbates intracerebral inflammation. (A) Schematic for
subdural injection. (B) Workflow for TBI mice with subdural injection of CLO or PBS. (C, D) Immunofluorescence showing mLVs (LYVE-1), beads, macrophages (CD206), and
VEGF-C* cells in the meninges of TBI or uninjured mice after subdural injection of CLO or PBS and quantification of bead coverage, LYVE-1 coverage, CD206* macrophages
coverage, and VEGF-C* cell numbers in PBS + TBI, CLO + TBI, PBS, and CLO groups (n = 4, bilateral). (E) Representative images and quantification of fluorescent beads
accumulation in dCLNs (n = 7 for PBS + TBI, PBS, and CLO group; n= 8 for CLO + TBI group). (F) Representative flow cytometry plots and quantification of
CD45°CD31"VEGF-C* cells from TBI mice following subdural injection of CLO or PBS (n = 5). (G) Representative images and quantification of activated microglia
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PDGF-C enhances VEGF-C production and
promotes the recovery of meningeal
lymphatic function

Given the impact of meningeal macrophage
depletion on fibroblasts and the function of mLVs, we
further investigated the mechanisms by which
macrophages  regulate  fibroblasts.  Incoming
communication patterns of fibroblasts indicate that
macrophages are important regulators of meningeal
fibroblasts (Figure 5A). Cell-cell communication
analysis indicated that macrophage-to-fibroblast
signaling is predominantly mediated by Tgfb1, Tnf,
Sema4a/ Sema4d, and Pdgfc (Figure 5B). Among these
pathways, Tgfb1, Tnf, and Semada/Semadd are likely
involved in fibrotic processes and fibroblast activation
[36-38]. Previous studies have demonstrated that
PDGF-C/PDGFRa is associated with post-injury
repair  processes and VEGF-C  production
[11,12,39,40]. In light of this, the PDGF-C/PDGFRa
signaling pathway was selected for further analysis.
Notably, cell-cell communication analysis identified
PDGF-C/PDGFRa  signaling as a pathway
predominantly active in macrophage-fibroblast
interactions (Figure 5C). We then assessed PDGF-C
expression among meningeal cell populations and
macrophage subsets (Figure 5D-E). Notably, Pdgfc
expression was predominantly localized to MF1 cells
and was significantly reduced during acute injury
(Figure 3C), consistent with our hypothesis. Based on
our sequencing results and support from previous
studies, we further validated by immunofluorescence
that PDGF-C is predominantly secreted by
macrophages (Figure 5F). ELISA analysis also
confirmed that PDGF-C levels were significantly
reduced following TBI and macrophage depletion
(Figure 5G). In addition, PDGF-A, another ligand of
PDGFRa, exhibited low-level expression in the
meninges, and cell-cell communication analysis
indicated that the PDGF-A/PDGFRa interaction was
weaker than the PDGF-C/PDGFRa interaction
(Figure S6A-B). These findings collectively provided a
basis for exploring the potential regulatory effects of
meningeal macrophages on fibroblasts.

Next, we investigated whether exogenous
PDGEF-C administration affects meningeal lymphatic
function. For repeated PDGF-C delivery over five
consecutive days, a previously characterized trocar
system for multiple subdural injections was employed
to reduce procedural injury (Figure 5H) [25]. We first
evaluated the abundance of VEGF-C* cells in the
meninges following PDGF-C treatment using flow
cytometry. The results showed that PDGF-C
intervention approximately doubled the abundance of
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VEGF-C* cells in the meninges after TBI compared
with vehicle treatment (Figure 5I). We next employed
immunofluorescence to directly visualize the effects
of PDGF-C treatment on VEGF-C production and
mLV morphology. The results showed that the TBI +
PDGEF-C group exhibited greater LYVE-1 coverage
and an increased number of lymphatic sprouts
(Figure 5]). While the number of VEGF-C* cells in
hotspot regions showed no significant difference, a
marked increase in VEGF-C* cells was observed at
perisinus regions in the TBI + PDGF-C group
compared with Vehicle group (Figure 5]). Apart from
morphological changes, mice receiving PDGF-C
injection exhibited increased bead aggregation in both
mLVs and dCLNs (Figure 5K-L). We further
evaluated the effects of subdural PDGF-C injection in
healthy mice. The results showed no significant
differences in LYVE-1 coverage, the number of
VEGF-C” cells, or bead aggregation at hot spot regions
between Vehicle group and PDGEF-C group (Figure
S6C, D). In contrast, the abundance of VEGF-C* cells
in extrasinusoidal regions was significantly increased.
Moreover, bead aggregation in dCLNs did not differ
between the two groups (Figure S6E, F).

We subsequently validated the stimulatory
effects of PDGF-C on VEGF-C production in
fibroblasts in vitro. The NIH/3T3 fibroblast cell line
was selected for these experiments based on its
documented expression of pro-VEGE-C [41]. PDGF-C
was added to cultures of NIH/3T3 cells, and VEGF-C
expression was evaluated by flow cytometry and
immunofluorescent staining. We found that PDGF-C
treatment resulted in a highly significant
concentration-dependent increase in VEGEF-C levels
(Figure 5M-N). PDGEF-C intervention did not result in
measurable changes in NIH/3T3 cell viability, as
determined by the CCK-8 assay (Figure S6G).

Finally, we employed an AAV9 vector carrying
the Col1a2 promoter, which enabled specific targeting
of meningeal fibroblasts to induce PDGFRa
knockdown (Figure 50) [42,43]. The EGFP
fluorescence signal from AAV9 indicated that the
virus can specifically target meningeal fibroblasts. In
this study, mice were randomly divided into two
groups and received either the control virus
(AAV9-control) or the PDGFRa-silencing virus
(AAV9-mCOL1A2-PDGFRa). TBI was induced after
28 days of viral expression. Immunofluorescence
analysis indicated that PDGFRa was effectively
knocked down in fibroblasts (Figure S6H), which was
accompanied by a reduction in the abundance of
VEGE-C* cells and a decreased coverage area of mLVs
at 7 days post-TBI (Figure 5P).
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Figure 5. PDGF-C enhances VEGF-C production by meningeal fibroblasts and promotes the recovery of meningeal lymphatic function after TBI. (A)
Schematic of the signaling network through which other cell types regulate meningeal fibroblasts. (B) Dot plot showing macrophage-fibroblast interactions through
ligand-receptor pairs, quantified by ligand-receptor scores. (C) Pdgfc/Pdgfra signaling network from other cells to fibroblasts. (D) Violin plots showing the expression levels of
Pdgfc across cell types. (E) Violin plots showing the expression levels of Pdgfc in macrophage subsets. (F) Immunofluorescence staining showed colocalization of PDGF-C with
macrophages (CD206). (G) ELISA analysis showing PDGF-C levels after TBI and macrophage depletion (n = 5). (H) Experimental design for TBI and uninjured mice with subdural
injection of PDGF-C or vehicle. (I) Representative flow cytometry plots and quantification of CD45"CD31~VEGF-C* cells from TBI mice following subdural injection of PDGF-C
or vehicle (n = 5). (J) Immunofluorescence showing mLVs (LYVE-1) and VEGF-C" cells in the meninges of TBI mice after subdural injection of PDGF-C or vehicle and
quantification of LYVE-1 coverage, and VEGF-C"* cell abundance in these two groups (n = 4). (K) Representative images and quantification of fluorescent beads accumulation in
hot spots (n = 4). (L) Representative images and quantification of fluorescent beads accumulation in dCLNs (n = 6 for TBI + Vehicle, n = 5 for TBI + PDGF-C). (M) Representative
flow cytometry plots and quantification of the proportion of VEGF-C* cells in NIH/3T3 fibroblasts treated with different concentrations of PDGF-C in vitro (n = 5). (N)
Representative images and quantification of VEGF-C* cells in NIH/3T3 fibroblasts treated with different concentrations of PDGF-C in vitro (n = 9). (O) Timeline of experimental
design illustrating the viral delivery and TBI induction. (P) Representative immunofluorescence images and quantification showing the number of VEGF-C* cells and LYVE-1
coverage in meninges isolated from TBI mice following AAV9 treatment (n = 4).
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PDGF-C-mediated recovery of meningeal
lymphatic function improves post-TBI
neuroinflammation and neurological
outcomes

We next sought to explore the effects of
PDGF-C-mediated recovery of meningeal lymphatic
function on neuroinflammation and neurological
outcomes. Accordingly, sensorimotor function was
assessed in mice within 7 days after TBI and in
healthy mice (Figure 6A). The results indicated that
PDGE-C treatment significantly improved
performance in the foot fault and adhesive removal
test at 3 days post-TBI, although no overall differences
were observed in the cylinder test (Figure 6A).
Overall, these findings revealed that PDGE-C
treatment promoted the recovery of sensorimotor
function after TBI. Moreover, flow cytometry analysis
of brain hemispheres at 7 days post-TBI revealed
reduced lymphocyte infiltration in the PDGF-C
group, primarily due to decreased CD4" T cells
(Figure 6B). Besides, other immune cell populations
did not show significant alterations (Figure 6B, Figure
S7A-E).

Recent evidence indicates that meningeal
lymphatic function is associated with myelin repair
and regeneration [44]. Considering that TBI not only
causes damage to the grey matter but also induces
injury to multiple white matter nuclei and axons, we
further evaluated the effects of PDGF-C treatment on
white matter and myelin after TBL. The results
showed that the SMI32/MBP ratio in the cortex,
dentate gyrus, and striatum was significantly reduced
in the PDGF-C group, suggesting that promoting
meningeal lymphatic function may facilitate myelin
regeneration after TBI (Figure 6C-D).

We subsequently evaluated CD68'IBA-1*
markers to assess microglial activation in the cortex,
dentate gyrus, striatum, and cingulum (Figure 6E,
Figure S7F). The results indicated attenuation of
widespread brain inflammation (Figure 6F, Figure
S7G-H), attributed to PDGF-C-mediated enhancement
of mLV function. Besides, at 7 days post-TBI, the
GFAP-positive area ratio was significantly higher in
the Vehicle group than in the PDGF-C group,
indicating robust astrogliosis (Figure 6G-H). In
healthy mice, subdural PDGF-C injection did not alter
cortical microglial abundance, the proportion of
CD68* microglia, or astrocytic coverage (Figure S71-]).
Collectively, these results demonstrated that
PDGEF-C-mediated recovery of meningeal lymphatic
function plays a crucial role in improving
neurological outcomes and suppressing intracerebral
inflammation.

Finally, we examined the long-term effects of

5198

PDGE-C treatment on neurological function at 28 days
post-TBI  (Figure 6I). The administration was
performed using the previously described trocar
injection system, with the modification that the
system was removed five days after injection.
Compared with the Vehicle group, PDGF-C-treated
mice exhibited marked recovery of long-term spatial
learning and memory in the Morris water maze test
(Figure 6]). We further validated the improvement in
post-traumatic spatial cognition using the Y-maze
test, in which PDGF-C-treated mice spent more time
in the novel arm (Figure 6K-L). In the novel object
recognition test, PDGEF-C-treated mice spent
significantly more time exploring the novel object,
indicating preserved recognition memory (Figure
6M).

Discussion

Although the role of VEGF-C in acute brain
injury has been extensively studied, little is known
about the precise cellular sources of VEGF-C and
related regulatory mechanisms, and whether these
processes can be regulated [6,45-47]. Therefore,
further investigation into the origin and regulatory
plasticity of VEGF-C is crucial for advancing our
comprehensive understanding of tissue repair
mechanisms after acute injury. Herein, we identified
meningeal fibroblasts as the primary source of
VEGF-C and revealed their critical crosstalk with
meningeal macrophages in regulating meningeal
lymphatic function. Macrophage depletion impaired
fibroblast-derived VEGF-C production, resulting in
severe deficits in meningeal lymphatic function. We
further showed that PDGF-C is a key regulator of
meningeal fibroblasts, and subdural injection of
PDGEF-C after TBI improved lymphatic drainage,
white matter integrity, neuroinflammation and
cognitive deficits. Moreover, fibroblast-specific
PDGFRa knockdown reduced the abundance of
VEGEF-C* cells and impaired lymphatic function.
Overall, these findings offer a novel and promising
therapeutic intervention for promoting neurological
repair after TBI.

The meninges are a membranous structure that
envelops the CNS and provides continuous immune
surveillance at the CNS border, where macrophages
are the predominant immune cell population [48-50].
Meningeal macrophages are a heterogeneous
population of immune cells that are often described as
dynamic first responders to injury [50]. Previous
studies have reported a transient reduction of
meningeal macrophages at the injury site after TBI,
followed by replenishment with peripheral
monocytes [51].
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Figure 6. PDGF-C-mediated recovery of meningeal lymphatic function improves post-TBI neuroinflammation and neurological outcomes. (A)
Sensorimotor function assessment in TBI + Vehicle, TBI + PDGF-C, Vehicle, and PDGF-C groups at 3, 5, and 7 days post-TBI using the adhesive removal test, cylinder test, and
foot fault test (n = 10 for TBI + Vehicle and TBI + PDGF-C groups; n = 6 for Vehicle and PDGF-C groups). (B) Changes in the proportion and number of infiltrating lymphoid cells
within the injured hemisphere (n = 5). (C, D) Representative images and quantification of MBP and SMI32 coverage in the injured hemisphere at 7 days post-TBI (n = 5). (E, F)
Representative images and quantification of activated microglia (CD68*IBA-1*) in the cortex, dentate gyrus of hippocampus and striatum (n = 5). (G, H) Representative images
and quantification of GFAP (green) coverage in the injured hemisphere (n = 5). () Experimental design for long-term memory and cognitive assessment in TBI + PDGF-C and TBI
+ Vehicle groups at 28 days post-TBI (n = 10) (J) Representative path tracings during the probe trial, and quantification of swimming speed, escape latency, platform crossings, and
time spent in target quadrant in Morris water maze test (n = 10). * TBI + vehicle vs. sham; # TBI + PDGF-C vs. TBI + vehicle. (K, L) Schematic and representative heatmaps during
testing, and quantification of time spent in the novel arms in Y-maze test (n = 10). (M) Schematic and quantification of the recognition ratio in the novel object recognition test
(n=10). * P <0.05, ¥ P<0.01, # P < 0.05.

https://www.thno.org



Theranostics 2026, Vol. 16, Issue 10

However, recent evidence suggested that this
replenishment primarily originated from the calvarial
immune cell reservoir [34,52]. Our scRNA-seq and
flow cytometry analyses similarly revealed a rapid
decline of meningeal resident macrophages during
the acute and subacute phases of TBI, which were
replenished by CCR2* macrophages. To the best of
our knowledge, tissue-resident macrophages play
important roles in angiogenesis, tissue repair, fibrosis
regulation, and homeostatic restoration, and their
depletion directly reduces the secretion of
repair-associated cytokines and exacerbates tissue
damage [53-57]. Moreover, previous studies have
demonstrated that PDGF-C is an important ligand
that enables resident macrophages to regulate
fibroblasts during tissue repair [33,58,59]. Our work
consistently showed that meningeal resident
macrophages represent a major source of PDGF-C,
and that their reduction after TBI can disrupt immune
homeostasis, alter fibroblast function, and attenuate
lymphatic vessel repair.

PDGF-C, an important member of the PDGF
family, serves critical functions in diverse
physiological and pathological processes. Recent
research has established its essential role in
angiogenesis (including promoting endothelial cell
proliferation, migration, and vascular stabilization to
support neovascularization), primarily through
activation of PDGFR-a [60,61]. In addition, PDGE-C
has been shown to regulate lymphangiogenesis
through putative synergistic interactions with the
VEGF-C/VEGFR-3 signaling pathway, thereby
facilitating lymphatic development [62]. Meanwhile,
PDGFRa®  fibroblasts/mesenchymal cells are
increasingly recognized for their contribution to
promoting lymphatic development and maintenance
by secreting VEGF-C [39,40]. Interestingly, a recent
study in zebrafish similarly identified VEGEF-C
production by PDGFRa* fibroblasts at the brain
surface [12]. Our results consistently demonstrated
that PDGFRa" fibroblasts generate VEGF-C under the
regulation of meningeal macrophages, a conclusion
strongly supported by this finding. The VEGF-C" cells
identified in our study may provide valuable insights
for future investigations of meningeal lymphatic
function. On the one hand, VEGF-C is a central
regulator of meningeal lymphangiogenesis and
functional maintenance, and identifying its cellular
origins is critical for deciphering the molecular
mechanisms underlying lymphatic-immune crosstalk
in the meningeal microenvironment. On the other
hand, meningeal lymphatic dysfunction and immune
imbalance are important pathogenic mechanisms in
neurological disorders, such as TBI, stroke, and
Alzheimer’s disease. Tracking VEGF-C-secreting cells
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may thus provide new insights into the pathogenesis
and progression of these diseases.

Enhancing meningeal lymphatic drainage
function has  been shown to  alleviate
neuroinflammation by facilitating the clearance of
inflammatory mediators [63,64]. Moreover, recent
studies have revealed that lymphatic dysfunction
induces  microglia-mediated  upregulation  of
interleukin-6  expression, ~which  subsequently
promotes an inhibitory synaptic phenotype and
ultimately leads to deficits in memory and cognitive
function [65]. Consistent with these results, we
showed that improved mLV function can alleviate
microglial and astrocyte overactivation and reduce T
cell infiltration in the injured brain. Another recent
work demonstrated that mLVs dysfunction elicits
detrimental neuroimmune responses, resulting in
oligodendrocyte loss, downregulation of MBP, and
demyelination [44]. A longitudinal cohort study
revealed that impaired glymphatic function in
humans is associated with the progression of white
matter hyperintensities, whereas in mouse models,
enhanced meningeal lymphangiogenesis can
attenuate microglial proliferation and white matter
demyelination [66]. In line with these findings, our
results showed that restoration the drainage function
of mLVs after TBI preserved myelin integrity and
reduced demyelination, highlighting mLVs as a
pivotal regulator of both inflammatory resolution and
white matter protection. Importantly, these effects
culminated in significantly enhanced memory and
cognitive function at 30 days post-TBI.

There are several limitations to our study that
should be acknowledged. First, several technical
challenges  were  encountered  during the
establishment  of  PDGF-C-specific =~ knockout
transgenic animal models, which limited our ability to
directly validate the unique regulatory role of

meningeal resident macrophages in
neuroinflammation and  lymphatic  function.
Although our study has provided substantial

evidence that meningeal macrophages can regulate
fibroblasts through PDGEF-C, further research is
warranted to comprehensively characterize the
alterations of meningeal fibroblasts and mLVs in
Pdgfc-CreERT2; Lyvelfovfiox mice. Second, CLO was
employed to deplete meningeal macrophages
comprehensively in our study; however, beyond
resident meningeal macrophages, other immune
subsets may modulate meningeal lymphatic function
through alternative mechanisms. Future
investigations into the contribution of meningeal
fibroblast-derived VEGEF-C to the pathogenesis of
various acute and chronic neurological disorders will
also be essential.
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In conclusion, our study identified a specific
subset of meningeal fibroblasts as the major source of
VEGF-C and demonstrated that this process is
regulated by meningeal macrophages. In addition,
PDGEF-C emerges as a key regulator of meningeal
fibroblasts, governing lymphatic drainage by
modulating VEGF-C production. Overall, our
findings uncover novel mechanisms by which
border-associated immunity regulates mLVs after
brain injury and highlight this axis as a promising
therapeutic target for restoring neuroimmune
homeostasis.

Abbreviations

CNS: central nervous system; mLV: meningeal
lymphatic vessel; TBIL: traumatic brain injury; CSF:
cerebrospinal fluid; LEC: lymphatic endothelial cell;
scRNA-seq: single-cell RNA sequencing; CLO:
clodronate liposomes; i.c.m.: Intra-cisterna magna;
dCLN: deep cervical lymph node; ROIL region of
interest; GO: Gene Ontology; qPCR: quantitative
polymerase chain reaction; ELISA: enzyme-linked
immunosorbent assay; ECM: extracellular matrix;
OVA: ovalbumin; MM: monocytes/macrophage; DC:
dendritic cell.

Supplementary Material

Supplementary figures and tables.
https:/ /www .thno.org/v16p5185s1.pdf

Acknowledgements

Some of the schematic illustrations were
prepared with the assistance of BioRender
(biorender.com). We thank Home for Researchers
editorial team (www.home-for-researchers.com) for
language editing service. We also thank to Dr.
Huaming Li and Dr. Jiarui Chen for their valuable
help on experimental techniques and single-cell RNA
sequencing analyses. The authors declare that no
artificial intelligence tools were wused in the
preparation of the manuscript, image generation, data
collection, or data analysis.

Funding statement

This study was supported by the National
Natural Science Foundation of China (82501889), and
Zhejiang Provincial Natural Science Foundation of
China (LY23H090012 and LQN26H250002).

Data availability statement

The datasets generated and analyzed during the
current study are available from the corresponding
author on reasonable request.

5201

Contribution

X.G. and Y.Z. contributed equally to this work.
X.G., Y.Z, and Y.H. conceived and designed the
study. X.G. and Y.W. performed the bioinformatic
analysis. X.G. and S.G. established the TBI model and
performed the flow cytometry assay. X.G. and Y.Z.
performed the in vitro experiments and wrote the
manuscript. X.G., Y.Z., and Y.W. analyzed the data
and prepared the figures. Y.Z, S.G. and Y.W.
performed the neurological function evaluation. Y.Z.
and Y.H. polished the manuscripts. All the authors
have read, revised, and finally approved the
manuscript.

Ethics approval and consent to participate

All animal experiments were conducted in
accordance with the ARRIVE guidelines and were
approved by the Institutional Ethics Committee of the
Second Affiliated Hospital, Zhejiang University
School of Medicine (Approval no. 2024-319).

Consent for publication

All authors have read and approved the
publication of this manuscript.

Competing Interests

The authors have declared that no competing
interest exists.

References

1. Rustenhoven ], Kipnis ]. Brain borders at the central stage of
neuroimmunology. Nature. 2022;612(7940): 417-29.

2. Kim M.W, Kipnis J. Glymphatics and meningeal lymphatics unlock the
brain-immune code. Immunity. 2025;58(5): 1040-51.

3. Rustenhoven J, Drieu A, Mamuladze T, de Lima KA, Dykstra T, Wall M,
Papadopoulos Z, et al. Functional characterization of the dural sinuses as
a neuroimmune interface. Cell. 2021;184(4): 1000-16.

4. The changing landscape of traumatic brain injury research. Lancet
Neurol. 2012;11(8): 651.

5. GBD 2016 Traumatic Brain Injury and Spinal Cord Injury Collaborators.
Global, regional, and national burden of traumatic brain injury and
spinal cord injury, 1990-2016: a systematic analysis for the Global Burden
of Disease Study 2016. Lancet Neurol. 2019;18(1): 56-87.

6. Bolte AC, Dutta AB, Hurt ME, Smirnov I, Kovacs MA, McKee CA, et al.
Meningeal lymphatic dysfunction exacerbates traumatic brain injury
pathogenesis. Nat Commun. 2020;11(1): 4524.

7. Hussain R, Tithof ], Wang W, Cheetham-West A, Song W, Peng W, et al.
Potentiating glymphatic drainage minimizes post-traumatic cerebral
oedema. Nature. 2023;623(7989): 992-1000.

8. Hégerling R, Pollmann C, Andreas M, Schmidt C, Nurmi H, Adams RH,
et al. A novel multistep mechanism for initial lymphangiogenesis in
mouse embryos based on ultramicroscopy. EMBO J. 2013;32(5): 629-44.

9. Antila S, Karaman S, Nurmi H, Airavaara M, Voutilainen MH, Mathivet
T, et al. Development and plasticity of meningeal lymphatic vessels. J
Exp Med. 2017;214(12): 3645-67.

10. LiZ, Antila S, Nurmi H, Chilov D, Korhonen EA, Fang S, et al. Blockade
of VEGFR3 signaling leads to functional impairment of dural lymphatic
vessels without affecting autoimmune neuroinflammation. Sci Immunol.
2023;8(82): eabq0375.

11. Wang G, Muhl L, Padberg Y, Dupont L, Peterson-Maduro J, Stehling M,
et al. Specific fibroblast subpopulations and neuronal structures provide
local sources of Vegfc-processing components during zebrafish
lymphangiogenesis. Nat Commun. 2020;11(1): 2724.

https://www.thno.org



Theranostics 2026, Vol. 16, Issue 10

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

Li ], Liu MJ, Du W], Peng XL, Deng H, Zi HX, et al
Neural-activity-regulated and glia-mediated control of brain lymphatic
development. Cell. 2025;188(12): 3274-90.

Kipnis J. Multifaceted interactions between adaptive immunity and the
central nervous system. Science. 2016;353(6301): 766-71.

Louveau A, Herz J, Alme MN, Salvador AF, Dong MQ, Viar KE, et al.
CNS lymphatic drainage and neuroinflammation are regulated by
meningeal lymphatic vasculature. Nat Neurosci. 2018;21(10): 1380-91.
Kierdorf K, Masuda T, Jorddo M.J.C, Prinz M. Macrophages at CNS
interfaces: ontogeny and function in health and disease. Nat Rev
Neurosci. 2019;20(9):547-62.

Salvador AFM, Dykstra T, Rustenhoven ], Gao W, Blackburn SM,
Bhasiin K, et al. Age-dependent immune and lymphatic responses after
spinal cord injury. Neuron. 2023 Jul 19;111(14):2155-2169.€9. doi:
10.1016/j.neuron.2023.04.011.

Dorrier C.E, Jones HE, Pintari¢ L, Siegenthaler JA, Daneman R. Emerging
roles for CNS fibroblasts in health, injury and disease. Nat Rev Neurosci.
2022;23(1): 23-34.

Wynn T.A, Vannella K. M. Macrophages in Tissue Repair, Regeneration,
and Fibrosis. Immunity. 2016;44(3): 450-62.

Muiioz-Cénoves P, Serrano A.L. Macrophages decide between
regeneration and fibrosis in muscle. Trends Endocrinol Metab.
2015;26(9): 449-50.

Buechler M.B, Fu W, Turley SJ. Fibroblast-macrophage reciprocal
interactions in health, fibrosis, and cancer. Immunity. 2021;54(5): 903-15.
Ewing-Crystal NA, Mroz NM, Larpthaveesarp A, Lizama CO,
Pennington R, Chiaranunt P, et al. Dynamic fibroblast-immune
interactions shape recovery after brain injury. Nature. 2025;646(8086):
934-44.

Drieu A, Lanquetin A, Prunotto P, Gulhan Z, Pédron S, Vegliante G, et
al. Persistent neuroinflammation and behavioural deficits after single
mild traumatic brain injury. ] Cereb Blood Flow Metab. 2022;42(12):
2216-29.

Susaki E.A, Tainaka K, Perrin D, Yukinaga H, Kuno A, Ueda H.R.
Advanced CUBIC protocols for whole-brain and whole-body clearing
and imaging. Nat Protoc. 2015;10(11): 1709-27.

Wang X, Zhang A, Yu Q, Wang Z, Wang J, Xu P, et al. Single-Cell RNA
Sequencing and Spatial Transcriptomics Reveal Pathogenesis of
Meningeal Lymphatic Dysfunction after Experimental Subarachnoid
Hemorrhage. Adv Sci (Weinh). 2023;10(21): e2301428.

Gao S, Guo X, Tian S, Huang H, Ying C, Wang ], et al. Choroid Plexus
Fibroblast-ILC2 Niche Promotes Adult Hippocampal Neurogenesis after
Traumatic Brain Injury. Adv Sci (Weinh). 2025;12(35): €15984.

Shi L, Sun Z, Su W, Xu F, Xie D, Zhang Q, et al. Treg cell-derived
osteopontin promotes microglia-mediated white matter repair after
ischemic stroke. Immunity. 2021;54(7): 1527-42.e8.

ZhuY, Guo X, Li S, Wu Y, Zhu F, Qin C, et al. Naringenin ameliorates
amyloid-p pathology and neuroinflammation in Alzheimer's disease.
Commun Biol. 2024;7(1): 912.

Marin-Rodero M, Cintado E, Walker AJ, Jayewickreme T, Pinho-Ribeiro
FA, Richardson Q, et al. The meninges host a distinct compartment of
regulatory T cells that preserves brain homeostasis. Sci Immunol.
2025;10(104): eadu2910.

Siegfried G, Basak A, Cromlish JA, Benjannet S, Marcinkiewicz J,
Chrétien M, et al. The secretory proprotein convertases furin, PC5, and
PC7 activate VEGF-C to induce tumorigenesis. ] Clin Invest.;111(11):
1723-32.

Su R, Song L, Liu Y, Zhang C, Xie L, Han Z. Macrophage-Fibroblast
Crosstalk in Fibrosis: Key Regulator of Fibrosis Across Different Organs.
Front Biosci (Landmark Ed). 2025;30(11):38864.

Behmoaras J, Mulder K, Ginhoux F, Petretto E. The spatial and temporal
activation of macrophages during fibrosis. Nat Rev Immunol.
2025;25(11): 816-30.

Amrute JM, Luo X, Penna V, Yang S, Yamawaki T, Hayat S, et al.
Targeting immune-fibroblast cell communication in heart failure.
Nature. 2024;635(8038): 423-33.

Shook BA, Wasko RR, Rivera-Gonzalez GC, Salazar-Gatzimas E,
Lépez-Giraldez F, Dash BC, et al. Myofibroblast proliferation and
heterogeneity are supported by macrophages during skin repair.
Science. 2018;362(6417): eaar2971.

Wang L, Zheng J, Zhao S, Wan Y, Wang M, Bosco DB, et al. CCR2+
monocytes replenish border-associated macrophages in the diseased
mouse brain. Cell Rep. 2024;43(4): 114120.

Drieu A, Du S, Storck SE, Rustenhoven J, Papadopoulos Z, Dykstra T, et
al. Parenchymal border macrophages regulate the flow dynamics of the
cerebrospinal fluid. Nature. 2022;611(7936): 585-93.

Hamid T, Gu Y, Ortines RV, Bhattacharya C, Wang G, Xuan YT, et al.
Divergent tumor necrosis factor receptor-related remodeling responses

37.

38.

39.

40.

41.

42.

43.

44.

45.

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

60.

61.

5202

in heart failure: role of nuclear factor-kappaB and inflammatory
activation. Circulation. 2009;119(10): 1386-97.

Zhang H, Xiao W. TNFR1 and TNFR2 differentially mediate
TNF-a-induced inflammatory responses in rheumatoid arthritis
fibroblast-like synoviocytes. Cell Biol Int. 2017;41(4): 415-22.

Carvalheiro T, Affandi AJ, Malvar-Ferndndez B, Dullemond I, Cossu M,
Ottria A, et al. Induction of Inflammation and Fibrosis by Semaphorin
4A in Systemic Sclerosis. Arthritis Rheumatol. 201;71(10): 1711-22.
Vishlaghi N, Guo L, Griswold-Wheeler D, Sun Y, Booker C, Crossley JL,
et al. Vegfc-expressing cells form heterotopic bone after musculoskeletal
injury. Cell Rep. 2024;43(4): 114049.

Chen K, Mou R, Zhu P, Xu X, Wang H, Jiang L, et al. The Effect of
Lymphangiogenesis in Transplant Arteriosclerosis. ~Circulation.
2023;147(6): 482-97.

Rauniyar K, Jha SK, Jeltsch M. Biology of Vascular Endothelial Growth
Factor C in the Morphogenesis of Lymphatic Vessels. Front Bioeng
Biotechnol. 2018;6: 7.

Chen L, Li H, Liu X, Zhang N, Wang K, Shi A, et al. Bayés-Genis A, Duru
F, Song J, Li X, Hu S. PBX/Knotted 1 homeobox-2 (PKNOX2) is a novel
regulator of myocardial fibrosis. Signal Transduct Target Ther. 2024;9(1):
94.

van den Hoogenhof MMG, van der Made I, de Groot NE, Damanafshan
A, van Amersfoorth SCM, Zentilin L, et al. AAV9-mediated Rbm24
overexpression induces fibrosis in the mouse heart. Sci Rep. 2018;8(1):
11696.

das Neves SP, Delivanoglou N, Ren Y, Cucuzza CS, Makuch M, Almeida
F, et al. Meningeal lymphatic function promotes oligodendrocyte
survival and brain myelination. Immunity. 2024;57(10): 2328-43.e8.

Chen J, Wang L, Xu H, Xing L, Zhuang Z, Zheng Y, et al. Meningeal
lymphatics clear erythrocytes that arise from subarachnoid hemorrhage.
Nat Commun. 2020;11(1): 3159.

Tsai HH, Hsieh YC, Lin JS, Kuo ZT, Ho CY, Chen CH, et al. Functional
Investigation of Meningeal Lymphatic System in Experimental
Intracerebral Hemorrhage. Stroke. 202;53(3): 987-98.

Boisserand LSB, Geraldo LH, Bouchart J, El Kamouh MR, Lee S,
Sanganahalli BG, et al. VEGF-C prophylaxis favors lymphatic drainage
and modulates neuroinflammation in a stroke model. J Exp Med.
2024;221(4): €20221983.

Uderhardt S, Martins AJ, Tsang JS, Lammermann T, Germain RN.
Resident Macrophages Cloak Tissue Microlesions to Prevent
Neutrophil-Driven Inflammatory Damage. Cell. 2019;177(3): 541-55.e17.
Wang J, Kubes P. A Reservoir of Mature Cavity Macrophages that Can
Rapidly Invade Visceral Organs to Affect Tissue Repair. Cell.
2016;165(3): 668-78.

Masuda T, Amann L, Monaco G, Sankowski R, Staszewski O, Krueger
M,et al. Specification of CNS macrophage subsets occurs postnatally in
defined niches. Nature. 2022;604(7907): 740-8.

Russo MV, Latour LL, McGavern DB. Distinct myeloid cell subsets
promote meningeal remodeling and vascular repair after mild traumatic
brain injury. Nat Immunol. 2018;19(5): 442-52.

Cugurra A, Mamuladze T, Rustenhoven ], Dykstra T, Beroshvili G,
Greenberg ZJ, et al. Skull and vertebral bone marrow are myeloid cell
reservoirs for the meninges and CNS parenchyma. Science.
2021;373(6553): eabf7844.

Li W, Xu Z, Zou B, Yang D, Lu Y, Zhang X, et al. Macrophage regulation
in vascularization upon regeneration and repair of tissue injury and
engineered organ transplantation. Fundam Res. 2024;5(2):697-714.

Zhao C, Yang Z, Li Y, Wen Z. Macrophages in tissue repair and
regeneration: insights from zebrafish. Cell Regen. 2024;13(1): 12.

Yi L, Chen Y, Zhang Y, Huang H, Li ], Qu Y, et al. Deleting fibroblast
growth factor 2 in macrophages aggravates septic acute lung injury by
increasing M1 polarization and inflammatory cytokine secretion. Mol
Biomed. 2024;5(1): 50.

DiPietro LA, Wilgus TA, Koh TJ]. Macrophages in Healing Wounds:
Paradoxes and Paradigms. Int ] Mol Sci. 2021;22(2):950.

Honda A, Koike H, Dohi T, Toyohara E, Hayakawa S, Tobe K, et al.
CD206+ macrophages facilitate wound healing through interactions
with Gpnmbhi fibroblasts. EMBO Rep. 2025;26(14): 3679-704.

Cox N, Crozet L, Holtman IR, Loyher PL, Lazarov T, White ]JB, et al.
Diet-regulated production of PDGFcc by macrophages controls energy
storage. Science. 2021;373(6550): eabe9383.

Xian C, Gu Z, Wu J. Human breast milk as a bioactive material platform
enabling scarless skin regeneration via macrophage reprogramming and
myofibroblast heterogeneity. Mater Horiz. 2025;12(23): 10157-69.
Folestad E, Kunath A, Wégsiter D. PDGF-C and PDGF-D signaling in
vascular diseases and animal models. Mol Aspects Med. 2018;62: 1-11.
Moriya ], Wu X, Zavala-Solorio J, Ross ], Liang XH, Ferrara N.
Platelet-derived growth factor C promotes revascularization in ischemic
limbs of diabetic mice. ] Vasc Surg. 2014;59(5): 1402-9.e1-4.

https://www.thno.org



Theranostics 2026, Vol. 16, Issue 10

62.

63.

64.

65.

66.

Jitariu AA, Cimpean AM, Kundnani NR, Raica M. Platelet-derived
growth factors induced lymphangiogenesis: evidence, unanswered
questions and upcoming challenges. Arch Med Sci. 2015;11(1): 57-66.
Dong H, Dai X, Zhou Y, Shi C, Bhuiyan P, Sun Z, et al. Enhanced
meningeal lymphatic drainage ameliorates lipopolysaccharide-induced
brain injury in aged mice. ] Neuroinflammation. 2024;21(1): 36.

Da Mesquita S, Papadopoulos Z, Dykstra T, Brase L, Farias FG, Wall M,
et al. Meningeal lymphatics affect microglia responses and anti-Ap
immunotherapy. Nature. 2021;593(7858): 255-60.

Kim K, Abramishvili D, Du S, Papadopoulos Z, Cao J, Herz ], et al.
Meningeal lymphatics-microglia axis regulates synaptic physiology.
Cell. 2025;188(10): 2705-19.e23.

Zhou Y, Xue R, Li Y, Ran W, Chen Y, Luo Z, et al. Impaired Meningeal
Lymphatics and Glymphatic Pathway in Patients with White Matter
Hyperintensity. Adv Sci (Weinh). 2024;11(26): €2402059.

5203

https://www.thno.org



