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Long non-coding RNA UICLM promotes colorectal
cancer liver metastasis by acting as a ceRNA for
microRNA-215 to regulate ZEB2 expression: Erratum
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Corrected article: Theranostics 2017; 7(19): 4836-4849. doi: 10.7150/thno.20942.

The authors regret that some incorrect representative images were accidentally used in our previously
published paper, there was one misplaced image in Figure 3A, Figure 5F and Figure 54D, respectively, the
corrected versions are provided below. The correction made in this erratum does not affect the original
conclusions. The authors apologize for any inconvenience or misunderstanding that this error may have caused.
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Figure A. Correct image of Figure 3A
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Figure B. Correct image of Figure 5F
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Figure C. Correct image of Supplementaty Figure 4D
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