








Supplemental Figure 5

—BF1 binding motif (MA0154.2, Species: Homo sapiens)
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B All EBF1 binding motifs Frequency matrix, Species: Homo sapiens
>MAO0154.2 EBF1
A[4513 0O 0 886 0 9191 21366 1085 8427 0 221241
C [ 7097 10267 33855 22776 33781 22317 0 0 0 0 2891
G [12581 2643 0 0 0 0 0 32770 25294 33855 7215
T [ 9664 20945 O 10193 74 2347 12489 0 134 0 1625
>MAO0154.3 EBF1
Al 1110 257 37 0 3 0 562 777 21 107
C [ 115 276 232 1544 1544 1544 391 77 6 8
G [ 166 334 0 3 4 0 63 208 1544 1544
T [ 153 678 1544 1 18 6 529 482 0 0
>MAO0154.4 EBF1
A [14160 11403 2352 1321 568 648 2539 34745 3502 2617 1515 8856
C [ 8868 9554 4506 34665 43256 42562 39675 1707 814 495 455 2462
G [10891 13481 5497 1920 371 443 862 1723 38728 41651 42789 32761
T [11506 10987 33070 7519 1230 1772 2349 7250 2381 662 666 1346
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NKX2-5 Motif (p-value:1e-30)
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Reverse opposite:
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EBF1 binding motif (MA0154.3, Species: Homo sapiens)
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Supplemental Figure 6
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