
A B
*** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** *** ***

0.00

0.25

0.50

0.75

1.00

Acti
va

ted
.B

.ce
ll

Acti
va

ted
.C

D4.T
.ce

ll

Acti
va

ted
.C

D8.T
.ce

ll

Acti
va

ted
.de

nd
riti

c.c
ell

aD
Cs

APC_c
o_

inh
ibi

tio
n

APC_c
o_

sti
mula

tio
n

B_c
ell

s
CCR

CD8+
_T

_c
ell

s

Im
mue

−C
he

ck
−p

oin
t

Cyto
lyt

ic_
ac

tiv
ity

DCs
Eos

ino
ph

il

Gam
ma.d

elt
a.T

.ce
ll

HLA

Im
matu

re.
B.ce

ll

Inf
lam

mati
on

−p
rom

oti
ng

Mac
rop

ha
ge

MDSC
MHC_c

las
s_

I
Mon

oc
yte

Natu
ral

.ki
lle

r.T
.ce

ll
Neu

tro
ph

il
NK_c

ell
s

Pa
rai

nfl
am

mati
on

pD
Cs

Reg
ula

tor
y.T

.ce
ll

T.f
oll

icu
lar

.he
lpe

r.c
ell

T_
ce

ll_
co

−in
hib

itio
n

T_
ce

ll_
co

−s
tim

ula
tio

n

T_
he

lpe
r_c

ell
s

Tfh
Th

1_
ce

lls
Th

2_
ce

lls TIL Tre
g

Im
m

un
e 

in
fil

tra
tio

n

Pyroptosis High Low

* * *

*

*

*

*

*

*

** ** **

**

**

**

**

**

**

*** *** ***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

***

-1

-0.8

-0.6

-0.4

-0.2

0

0.2

0.4

0.6

0.8

1

C
TL

A4

C
D

27
4

PD
C

D
1

PD
C

D
1L

G
2

LA
G

3

TI
G

IT

ID
O

1

IF
N

G

C
EA

C
AM

1

H
AV

C
R

2

N
EC

TI
N

2

TL
R

4

SI
G

LE
C

6

H
M

G
B1

PV
R

TI
M

D
4

PyScore

CTLA4
CD274

PDCD1

PDCD1LG2
LAG3

TIGIT
IDO1

IFNG

CEACAM1

HAVCR2

NECTIN2

TLR4

SIGLEC6

HMGB1

PVR

Figure S11

HALLMARK_G2M_CHECKPOINT

HALLMARK_E2F_TARGETS

HALLMARK_DNA_REPAIR

HALLMARK_UNFOLDED_PROTEIN_RESPONSE

HALLMARK_MTORC1_SIGNALING

HALLMARK_PI3K_AKT_MTOR_SIGNALING

HALLMARK_HEME_METABOLISM

HALLMARK_PROTEIN_SECRETION

HALLMARK_ANDROGEN_RESPONSE

HALLMARK_MITOTIC_SPINDLE

HALLMARK_TGF_BETA_SIGNALING

HALLMARK_APOPTOSIS

HALLMARK_KRAS_SIGNALING_UP

HALLMARK_IL6_JAK_STAT3_SIGNALING

HALLMARK_INFLAMMATORY_RESPONSE

HALLMARK_COMPLEMENT

HALLMARK_IL2_STAT5_SIGNALING

HALLMARK_ALLOGRAFT_REJECTION

HALLMARK_INTERFERON_GAMMA_RESPONSE

HALLMARK_INTERFERON_ALPHA_RESPONSE

Subtype

Subtype

Expression

PyScore High
PyScore Low

GSVA enrichment analysis GSEA enrichment analysis

−2

−1

0

1

2

NES = 2.495
FDR < 0.001

NES = 2.459
FDR < 0.001

NES = 2.445
FDR < 0.001

NES = 2.422
FDR < 0.001

NES = 2.416
FDR < 0.001

NES = 2.261
FDR < 0.001

C D

E

0.0

0.2

0.4

0.6

REACTOME_APOPTOSIS
REACTOME_CLASS_I_MHC_MEDIATED_ANTIGEN_PROCESSING_PRESENTATION
REACTOME_DEATH_RECEPTOR_SIGNALLING
REACTOME_INTERFERON_SIGNALING
REACTOME_MHC_CLASS_II_ANTIGEN_PRESENTATION
REACTOME_SIGNALING_BY_INTERLEUKINS
REACTOME_TCR_SIGNALING
REACTOME_TOLL_LIKE_RECEPTOR_CASCADES

Pyroptosis high <−−−−−−−−−−−> Pyroptosis lowPyroptosis high <−−−−−−−−−−−> Pyroptosis low Pyroptosis high Pyroptosis low

0.0

0.2

0.4

0.6

KEGG_APOPTOSIS
KEGG_JAK_STAT_SIGNALING_PATHWAY
KEGG_NATURAL_KILLER_CELL_MEDIATED_CYTOTOXICITY
KEGG_T_CELL_RECEPTOR_SIGNALING_PATHWAY
KEGG_TOLL_LIKE_RECEPTOR_SIGNALING_PATHWAY

<−−−−−−−−−−−>

0.0

0.2

0.4

0.6

0.8

En
ric

hm
en

t S
co

re

En
ric

hm
en

t S
co

re

En
ric

hm
en

t S
co

re

HALLMARK_APOPTOSIS
HALLMARK_IL2_STAT5_SIGNALING
HALLMARK_IL6_JAK_STAT3_SIGNALING
HALLMARK_INFLAMMATORY_RESPONSE
HALLMARK_INTERFERON_ALPHA_RESPONSE
HALLMARK_INTERFERON_GAMMA_RESPONSE
HALLMARK_PI3K_AKT_MTOR_SIGNALING


