





Figure S10. A, Immunostaining of POSTN, Vimentin (left panel) and Fibronectin (right panel) in
fibroblasts isolated from normal hearts and allograft hearts after 2 weeks of transplantation. B,
Western blotting assay (up panel) and quantification (down panel) of POSTN and Fibronectin
expression in control fibroblasts and allograft fibroblasts, the protein expression in the control
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group as the criterion (1.0); Number of mice in each group: n = 6, unpaired t-test. C,
Immunostaining of ligands (VEGFD, MDK and SEMA3C) in control fibroblasts and allograft
fibroblasts. D, E, Western blotting assay (D) and quantification (E) of VEGFD, MDK and
SEMA3C in the fibroblasts from two groups, the protein expression in the control group as the
criterion (1.0); Number of mice in each group: n = 4, unpaired t-test. F, G, Transwell assay (F)
and quantification (G) of LECs co-cultured with fibroblasts from two groups, cell number in the
control group as the criterion (1.0); Replication number in each group (from four heart isolation):
n = 8 (Control Fb), n = 7 (Allo 2 w Fb) , unpaired t-test. H, I, Tube formation assay (H) and
quantification (I) of LECs cultured with fibroblasts conditioned medium of two groups, the branch
points and the capillary length in the control group as the criterion (1.0); Replication number in
each group (from four heart isolation): n = 10 (Control CM), n =9 (Allo 2 w CM), unpaired t-test.
J, CCK8 assay of LECs cultured with fibroblasts conditioned medium of two groups; Replication
number in each group (from four heart isolation): n = 6, unpaired t-test. Scale bars, 25 pm (A, C),
50 um (F), and 200 um (H).
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Figure S11. A, gPCR quantification of Vegfd, Mdk, Sema3c and Ptn in the transplanted heart
fibroblasts treated with siRNA, mRNA expression in the control group as the criterion (1.0); Cells
were isolated from four heart isolation, replication number in group (Vegfd): n = 6 (siCtrl), n =9
(siVegfd); group (Mdk/Sema3c/Ptn): n = 3 (siCtrl), n = 9 (siMdk/siSema3c/siPtn); unpaired t-test.
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B, qPCR quantification of Flt4, Ncl and Nrp2 in mouse LECs treated with siRNA, mRNA
expression in the control group as the criterion (1.0); Replication number in group (Flt4): n =3
(siCtrl), n = 7 (siF1t4); group (Ncl): n = 6 (siCtrl), n = 5 (siNcl); group (Nrp2): n= 5 (siCtrl), n =7
(siNrp2); unpaired t-test. C, Western blotting assay of Flt4, Ncl and Nrp2 in mouse LECs treated
with siRNA. D, E, Transwell assay (D) and quantification (E) of LECs (treated with siRNA)
co-cultured with allograft fibroblasts, cell number in the control group as the criterion (1.0);
Number in each group: n = 9 (siCtrl), n = 10 (siFlt4), n = 9 (siNrp2), n = 9 (siNcl), one-way
ANOVA test. F, G, Tube formation assay (F) and quantification (G) of LECs (treated with
siRNA) cultured with allograft fibroblasts conditioned medium, the branch points and the
capillary length in the control group as the criterion (1.0); n = 6, one-way ANOVA test. H,
CCKS assay of LECs (treated with siRNA) cultured with allograft fibroblasts conditioned medium;
n =6, one-way ANOVA test. Scale bars, 50 um (D), and 200 pm (F).
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Figure S12. A, mRNA expression of secreted fibroblast ligand genes (Vegfd, Mdk and Sema3c) in
the hearts from the POSTN+ cell depletion group (Postn-CreERT2;DTA) and the control group
(Postn-CreERT2), mRNA expression in the control group as the criterion (1.0); Number of mice in
each group: n = 9, unpaired t-test. B, gPCR quantification of Vegfd, Mdk and Lyvel in the cardiac
allografts of the ligands-knockdown group and the control group, mRNA expression in the control
group as the criterion (1.0); Number of mice in each group: n = 9, unpaired t-test. C, D, Western
blotting assay and quantification of VEGFD and MDK expression in ligands-knockdown group
and the control group, protein expression in the control group as the criterion (1.0); Number of
mice in each group: n = 6, unpairedt-test. E, Survival time of cardiac allografts in
VEGFD/MDK-knockdown group and the control group; Number of mice in each group: n = 6,
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Figure S13. A, B, Immunostaining (A) and quantification (B) of cardiac lymphatic vessels in
heart tissue of healthy people (control group) and the patients undergone the heart transplant
operation, the lymphatic vessel density of the control group as the criterion (1.0); n = 7 (Control),
n = 5 (Patient), unpaired t-test. C, D, Immunostaining (C) and quantification (D) of activated
fibroblasts in two human groups, the area of POSTN+ expression in control group as the criterion
(1.0); n = 5, unpaired t-test. E, Pearson correlation coefficient of POSTN and LYVEI1 in human
transplanted heart; n = 5. F, G, Immunostaining (F) and quantification (G) of VEGFD secreted by
activated fibroblasts in two human groups, the area of POSTN+VEGFD+ expression in control
group as the criterion (1.0); n = 5, unpaired t-test. Scale bars, 100 pm (A), 25 um (C,F).
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