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UNC_subtype:  0.86
Baylor_subtype:  0.76
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UNC_subtype:  0.71
Baylor_subtype:  0.65
TCGA_subtype:  0.63
MDA_subtype :  0.73
Lund_subtype:  0.7
CIT_subtype:  0.76
Consensus_subtype:  0.75
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