
Supplementary Table S1 
 
Scoring system for Disease Activity Index (DAI) 
 
Score Weight loss Stool consistency Blood stool 
0 no loss normal no blood 
1 1-5% loose stool  

2 5-10% watery diarrhea presence of blood 
3 10-20% slimy diarrhea, little blood  
4 ＞20% severe watery diarrhea with blood gross bleeding 
   



 
Supplementary Figure S1. 
(A) Bar plots of the phylum taxonomic levels in DSS and PTL+DSS group. Relative abundance is 

plotted for each sample. (B) The relative abundances of Bacteroidetes. (C) The relative abundances of 

Firmicutes. (D) The ratio of Firmicutes to Bacteroidetes (F/B).  
  



 



Supplementary Figure S2. 
(A) Bar plots of the class taxonomic levels in DSS and PTL+DSS group. Relative abundance is plotted 

for each sample. (B) Bar plots of the order taxonomic levels in DSS and PTL+DSS group. Relative 

abundance is plotted for each sample. (C) Bar plots of the family taxonomic levels in DSS and 

PTL+DSS group. Relative abundance is plotted for each sample. 
  



 

Supplementary Figure S3. 
(A) Bar plots of the genus taxonomic levels in DSS and PTL+DSS group. Relative abundance is plotted 

for each sample. (B) Bar plots comparing taxonomic composition (genus level), and bacterial genera 

that were present at a relative abundance of > 1% were analyzed. (C) Relative abundance of genus 

Alloprevotella in each sample were displayed by bar plots. (D) Relative abundance of genus 

Bacteroides in each sample were displayed by bar plots. 
  



 

Supplementary Figure S4. 

(A) Th1 cells in the colonic LP from PTL+DSS and DSS groups were analyzed by flow cytometry and 

bar charts of the percentage of Th1 cells were displayed.  (B) Representative plot and graph analysis 

of Th2 cells in the colonic LP from PTL+DSS and DSS groups. n = 6 mice per group. Data are shown 

as mean values ± SD are presented, p values were calculated using Unpaired T-test, * p < 0.05, ** p < 

0.01, *** p < 0.001. 

 

  



 

Supplementary Figure S5.  

(A) Treg cells numbers in the colonic LP and spleen from PTL+DSS and DSS groups were calculated. 

(B) IL-10+Foxp3+ cells numbers in the colonic LP and spleen from PTL+DSS and DSS groups were 

analyzed. (C) Th17 cells numbers in the colonic LP and spleen from PTL+DSS and DSS groups were 

calculated. n = 6 mice per group. Data are shown as mean values ± SD are presented, p values were 

calculated using Unpaired T-test, * p < 0.05, ** p < 0.01, *** p < 0.001. 

 



 
 
Supplementary Figure S6. 
(A) Treg cells, IL-10+Foxp3+ cells, Th17 cells numbers in the colonic LP from ABX(PTL+DSS) and  

ABX(DSS) group were analyzed. (B) Treg cells, IL-10+Foxp3+ cells, Th17 cells numbers in the colonic 

LP from FM(PTL+DSS) and FM(DSS) groups. n = 6 mice per group. Data are shown as mean values 

± SD are presented, p values were calculated using Unpaired T-test, * p < 0.05, ** p < 0.01, *** p < 

0.001. 
  



 
 
  



Supplementary Figure S7. 

(A) Th1 cells in the colonic LP from PTL+DSS and DSS groups were analyzed by flow cytometry and 

bar charts of the percentage of Th1 cells were displayed. (B) Representative plot and graph analysis of 

Th2 cells in the colonic LP from PTL+DSS and DSS groups. (C) Th17 cells in the colonic LP from 

PTL+DSS and DSS groups were analyzed by flow cytometry and bar charts of the percentage of Th17 

cells were displayed. (D) Representative plot and graph analysis of Treg cells in the colonic LP from 

PTL+DSS and DSS groups. n = 6 mice per group. Data are shown as mean values ± SD are presented, 

p values were calculated using Unpaired T-test, * p < 0.05, ** p < 0.01, *** p < 0.001. 
 
 


