
Figure S1: Ndiaye et al 
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Figure S2: Ndiaye et al 
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Figure S4: Ndiaye et al 
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Figure S6: Ndiaye et al 

B 

Time (days) 

* 

T
u

m
o

r 
v
o

lu
m

e
 (

m
m

3
) 

0

400

800

1200

1600

0 5 10 15 20

WT

eya2-/-

A 

Time (days) 

* 

*** 

T
u

m
o

r 
v
o

lu
m

e
 (

m
m

3
) 

0

200

400

600

0 5 10 15 20

WT

six1-/-

0

20

40

60

80

WT eya2-/- WT eya2-/-

In
c

id
e

n
c

e
 

(%
 o

f 
m

ic
e

 w
it

h
 t

u
m

o
rs

) 

C 

15 D 18 D 

RENCA cells 



M0 patients: Institute cohort 

P < 0.0001 P = 0.0794 

Mean + SEM VEGFC low  0.42 + 0.1 N=28 

Mean + SEM VEGFC high 2,8 + 0.8  N=10 

Mean + SEM VEGFC low  0.55 + 0.1 N=27 

Mean + SEM VEGFC high 1.2 + 0.4  N=9 

M0 patients: TCGA cohort 

P < 0.0001 P < 0.0001 

Mean + SEM VEGFC low  -0.17 + 0.05 N=282 

Mean + SEM VEGFC high 0.28 + 0.08  N=94 

Mean + SEM VEGFC low  -0.2 + 0.05 N=283 

Mean + SEM VEGFC high 0.57 + 0.1  N=94 

M1 patients: TCGA cohort 

P = 0.56 P < 0.0001 

Mean + SEM VEGFC low  0.23 + 0.18 N=52 

Mean + SEM VEGFC high 0.42 + 0.22  N=18 

Mean + SEM VEGFC low  -0.53 + 0.07 N=52 

Mean + SEM VEGFC high 0.37 + 0.3  N=18 

Figure S7: Ndiaye et al 
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