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Figure 1A Figure 1B

prostate 

slice (cm) Tumor size(s) (mm)

prostate 

slice (cm) Tumor size(s) (mm)

Right Left Right Left

Level A 3.1 x 3.0 9 x 7 Level A 2.9 x 1.8

4 x 4, 1.6 x 

0.8

Level B 3.3 x 3.0 15 x 7 Level B 3.4 x 1.9

7 x 6, 9 x 7, 7 x 

7 15 x 9

Level C 3.7 x 3.2 6 x 1.5, 13 x 9 Level C 2 x 2.4 15 x 9, 11 x 10 16 x 10, 9 x 6

Level D 4.1 x 2.9 0.8 x 0.2 10 x 7 Level D 3.8 x 2.4

14 x 5, 1.8 x 1, 

11 x 5 12 x 5, 10 x 4

Level E 3.8 x 2.9 Level E 3.8 x 2.4 1 x 1, 0.8 x 0.3 13 x 6, 12 x 6

Level F 3.3 x 2.0

2 x 1.6, 1 x

0.1

Supplemental Table 1:  Dimensions of prostate slices 

and tumors for prostates shown in Figure 1



Supplemental Figure 1:  H&E slides for each tumor

6-1 6-2 6-3 6-4 6-5 6-6 6-7 7-1

7-3 7-4 7-67-5 7-7 8-1 8-2 8-3



Supplemental Table 2: RNA extraction

ID RNA conc. (ng/ul) Total RNA (ug) A260/A280 A260/A230

6-1 128.8 3.86 1.91 1.28

6-2 44.6 1.34 1.9 0.84

6-3 16.5 0.50 1.99 0.43

6-4 24.2 0.73 1.92 0.56

6-5 143.5 4.31 1.93 1.3

6-6 50.5 1.52 1.95 0.92

6-7 53.8 1.61 1.87 0.56

7-1 93.4 2.80 1.9 1.06

7-3 119 3.57 1.92 1.22

7-4 550.3 16.51 2.03 1.95

7-5 349.3 10.48 2 1.62

7-6 282.7 8.48 1.91 1.37

7-7 103.8 3.11 1.96 1.24

8-1 633.2 19.00 1.98 1.93

8-2 176.2 5.29 1.96 1.55

8-3 116.7 3.50 1.9 0.92



Supplemental Figure 2: RNA quality determined by Agilent 2100 Bioanalyzer



Supplemental Figure 2 (continued)



Supplemental Figure 2 (continued)



Supplemental Figure 2 (continued)



Supplemental Figure 2 (continued)



Supplemental Figure 2 (continued)



Supplemental Figure 2 (continued)



Supplemental Figure 2 (continued)



Supplemental Table 3

RNAseq statistics:

Sample Total Reads 
Total 

BasePairs 
Total 

MappedReads 
Perfect 
Match Mismatch 

Unique 
Match 

Multi-
positionMatch 

UnmappedRe
ads 

Expressed 
Gene

6--1 
25104389

(100%) 
1230115061

(100%) 
12444100 

(50%) 
9534885

(38%) 
2909215

(12%) 
4841167

(19%) 
7602933

(30%) 
12660288

(50%) 19559

6--2
24101013

(100%) 
1180949637

(100%) 
12727808

(53%) 
9032692

(37%) 
2909215

(12%) 
4002323

(17%) 
8725485

(36%) 
11373204

(47%) 19649

6--3
23340108

(100%) 
1143665292

(100%) 
15486195

(66%) 
12146835

(52%) 
3339360

(14%) 
3018049

(13%) 
12468146

(53%) 
7853912

(34%) 17835

6--4
27584389

(100%) 
1351635061

(100%) 
17897747

(65%) 
13325101

(48%) 
4572646

(17%) 
4234318

(15%) 
13663429

(50%) 
9686641

(35%) 19256

6--5
27833529

(100%) 
1363842921

(100%) 
18446715

(66%) 
14969427

(54%) 
3477288

(12%) 
6280164

(23%) 
12166551

(44%) 
9386813

(34%) 19716

6--6
25558160

(100%) 
1252349840

(100%) 
15499780

(61%) 
11184203

(44%) 
4315577

(17%) 
4511218

(18%) 
10988562

(43%) 
10058379

(39%) 19462

6--7
26983425

(100%)
1322187825

(100%)
19144987

(71%) 
13906765

(52%) 
5238222

(19%) 
3337958

(12%) 
15807029

(59%) 
7838437

(29%) 18578

7--1 
29096686

(100%) 
1425737614

(100%) 
21156359

(73%) 
17100850

(59%) 
4055509

(14%) 
6475597

(22%) 
14680762

(50%) 
7940326

(27%) 19788

7--3 
29743356

(100%) 
1457424444

(100%)
19411969

(65%) 
15260551

(51%) 
4151418

(14%) 
6063734

(20%) 
13348235

(45%) 
10331386

(35%) 19869

7--4
25397299  

(100%) 
1244467651

(100%) 
13927238  

(55%) 
10982086  

(43%)
2945152  

(12%) 
5568013  

(22%) 
8359225  

(33%) 
11470060  

(45%) 19756

7--5
28064594  

(100%)
1375165106

(100%) 
17049185  

(61%) 
13882673  

(49%) 
3166512  

(11%) 
6784316  

(24%) 
10264869  

(37%) 
11015408  

(39%) 19953

7--6
23782466  

(100%) 
1165340834

(100%) 
11508660  

(48%)
8668480  

(36%) 
2840180  

(12%) 
4413439  

(19%) 
7095221  

(30%) 
12273805  

(52%) 17942

7--7
22613371  

(100%)
1108055179

(100%) 
11419590  

(51%) 
8292600  

(37%) 
3126990  

(14%) 
5045504  

(22%) 
6374086  

(28%) 
11193780  

(50%) 20170

8--1 
29216142  

(100%) 
1431590958

(100%) 
15363943  

(53%) 
11135809  

(38%) 
4228134  

(14%) 
5552879  

(19%) 
9811064  

(34%) 
13852198  

(47%) 20068

8--2
25673080  

(100%) 
1257980920

(100%) 
13561566  

(53%)
9926650  

(39%)
3634916  

(14%) 
5411042  

(21%) 
8150524  

(32%) 
12111513  

(47%) 20392

8--3
22328979  

(100%)
1094119971

(100%) 
13450835  

(60%) 
9869530  

(44%) 
3581305  

(16%) 
5002904  

(22%) 
8447931  

(38%) 
8878143  

(40%) 19944



MRI visible MRI invisible
Mean PSA (sd) 7.5 (4.8) 5.3 (1.8)

PSA range 2.6-17.5 3.3-8.8

Clinical Stage
T1c 3 6

T2a 2 1
T2b 3

Clinical Gleason Score
3+3 1 6

3+4 2
4+3 3 1

3+5 1
4+5 2

Pathologic Stage
T2a 1

T2c 3 7
T3a 2

T3b 3
Pathologic Gleason Score

3+3 1 6

3+4 2 2
4+3 2

4+5 3

Supplemental Table 4

Patient Characteristics



Supplemental Figure 3
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